ND: indicates that the quantified metabolites or siderophore were neither detected nor accumulated in the extracellular medium over the course of the exponential growth of the cells. . Model-estimated (white bars) and experimentally-determined (black bars) of isotopomer distributions in the carbon labeling patterns of selected metabolites in Fe-replete P. putida cells. Data presented is the average of two independent optimizations of experimental data with two model predictions, both shown with standard deviation error bars. Legend for metabolite names: G6P, glucose-6-phosphate; F6P, fructose-6-phosphate; FBP, fructose-1,6-bisphosphate; PG3, 3-phosphoglycerate; X5P, xylulose-5-phosphate; S7P, sedoheptulose-7-phosphate; Succ, succinate; Glucn, gluconate; AcCoA, acetyl coenzyme A; Fum, fumarate.
Fig. S7.
Model-estimated (white bars) and experimentally-determined (black bars) of isotopomer distributions in the carbon labeling patterns of selected metabolites in Fe-limited P. putida cells. Data presented is the average of two independent optimizations of experimental data with two model predictions, both shown with standard deviation error bars. Legend for metabolite names: G6P, glucose-6-phosphate; F6P, fructose-6-phosphate; FBP, fructose-1,6-bisphosphate; PG3, 3-phosphoglycerate; X5P, xylulose-5-phosphate; S7P, sedoheptulose-7-phosphate; Succ, succinate; Glucn, gluconate; AcCoA, acetyl coenzyme A; Fum, fumarate. The production of 2-ketogluconate was estimated by taking into account the measured flux (r4) from our experiments and the estimated flux (r4 + r6) from our metabolic flux analysis for gluconate excretion. The estimated flux was only greater than the measured flux in the Fe-replete cells (see Table S4 below). The difference is taken as a flux out of gluconate to form 2-ketogluconate. The estimate r6 flux was taken into account in the estimating the total amount of reduced ubiquinone formed in the periplasm from the oxidation of glucose and gluconate. Table S6 . Metabolite effluxes towards biomass growth determined from the biomass composition of Pseudomonas putida.
